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the relative abundance (RA) and Simpson a-diversity of gut potato intervention and at 1o, 30, 60 and 120" min 66.7% of the total microbiota RA. Ruminiclosiridum

microbiota. Elastic net regression using 5-fold cross- postprandially. Stool was collected prior to any o Treveree
SIS J7 9 intervention. The Nutriton Data System for Research Most participants had a microbiome profile abundant in
validation predicted postprandial glucose response (PPGR)

following the potatoes, determined by incremental was used for dietary analysis. Pearson’s Correlatic_ms Bacteroides and Faecalibacterium (Figyre 2). iny the potato
AUC _ (IAUC). | were performed between PPGR and baseline typei .(hot VS COIQ) and Faecalibacterium relative abundance

0-120min 1 N characteristics (Table 1), with a Bonferroni correction significantly contributed to the model (Table 2). The model
Results: Thirty participants (29.6 £ 6.0 years; BMI 32.8 + 3.7 applied to microbiome data. Stata v16.1 was used for accounted for 32.2% of the PPGR variance.

kg/m?) consumed 250 g of Russet potatoes: ~9.2g of RS yat5 analysis; p<0.05 was considered significant. Table 2. Baseline characteristics to predict PPGR, multivariate

from the hot potato and ~13.7g of RS from the cold potato regression
(p=0.009). Most women (70%) showed a favorable PPGR to RESULTS

the cold potato. The model explained 32.2% of the variance Most women showed a lower PPGR following the cold
in 1IAUC glucose with the equation: 547.65 x (0 [if cold potato compared to the hot potato, likely due to the
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potato],  x 1 [if hot potato])* + (BMI [kg/m?] x 40.66) - higher RS concentration in the cold potato. Baseline Hot (vs cold) 547.65 (131.61, 963.68)  0.01
(insolub_le fiber [9] x 49.35) + (Bacteroides [RAJ X 8.69) - features that were correlated with glucose IAUC were Faecalibacterium -73.49 (-128.51, -18.47) 0.01
(Faecalibacterium [RA] x 73.49)" - (Parabacteroides [RA] X gifferent between potatoes, with dietary intake correlating .

42.08) + (a-diversity x 110.87) + 292.52 (* indicates p=0.01,  4p|y with the cold potato. No demographic or microbiota Bacleroides 8.69 (-14.33, 31.72) 0.45
all else NS). characteristics correlated with PPGR after Bonferroni BMI 40.66 (-54.21, 135.54) 0.39
Conclusion: Gut microbiota and potato preparation method ¢orrection. Alpha diversity, Simpson 110.87 (-10,209.57, 10,431.30) 0.98

significantly predicted PPGR ftollowing potato intake In g.p0 4 Significant correlations between postprandial .
overweight females. This model provides a better gjucose (iAUgC) and baseline characteristics Insoluble fiber, g -49.35 (-116.56, 17.86) 0.14

ggdgstansinf? of f?CtCI):S drit\./in.g ir&te:personal Varia(;iOtr_] n - Glucose — Hot Glucose — Cold BGCICLEEEoof25 -42.08 (-136.35, 52.18) 0.37
dna ofrers a tool 10 optimizZe dietary recommenaations
for a commonly consumed food. Potato Potato Intercept 292.52 (-9,705.98, 10,291.01) 0.95

Rho P value Rho P value CONCLUSION
-0.38 0.04 -0.23 0.23

PURPOSE

The purpose of this project was to better understand subject nelght cm. Factors that influence the PPGR to potatoes is cooking method,
characteristics and baseline features contributing to Insolubletiber,g — -0.20 028  -0.37 0.04 likely due to the higher RS content in the cold potatoes, and
differences in PPGR following potato intake among Kcals from fat, % -0.13 0.49 0.39 0.03 Faecalibacterium. Future studies should investigate other
subjects. We developed a model to predict the PPGR that Kcals from -0.20 0 30 050 0.005 populations and perform shotgun sequencing to determine

specific species that impact PPGR.

can be used for personalized recommendations in women orotein, %
with a BMI 25-40 kg/m?. We focused on the same type of . - ACKNOWLEDGEMENT

potato (Russet) and manipulated the RS content through Actinobacteria 016 067 -0.40 0.04 _ _ CKNO _ G S _
cooking to demonstrate the functional aspect RS has on Faecalibacterium* -0.44  0.02  0.03 0.87 Funding was provided by the Alliance for Potato Research and Education and
PPGR. *No longer statistically significant after Bonferroni correction Texas VWoman's University. Thank you to my dissertation committee.




